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EBRGterias e biologia molecular

= Enzimas de restricao
= Plasmidios
= Clonagem
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= Crescimento lento
@ Clonagem

= Auséncia de crescimento
®Confirmacao de viruléncia

Geneética da resisténcia antimicrobiana

Engenharia Genética
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Genotipicos

Polimorfismo de fragmentos de restrigao (RFLP)
= “Southern Blot” RFLP (Ex. Ribotipagem)

Técnicas baseadas em PCR
= PCR- RFLP

= REP-PCR / ERIC-PCR

= PCR- RIBOTIPAGEM

o

= Seqiienciamento de DNA
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Viititocts Sequence Typing (M

Primers used for MLST of Escherichia col
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http://www.pasteur.fr/recherche/genopole/PF8/mlst/primers_Ecoli.html
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Structure, function and diversity of the
healthy human microbiome
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Plasmid Metagenome Reveals High Levels of Antibiotic
Resistance Genes and Mobile Genetic Elements In

Activated Sludge
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